
 

 

  

 High sensitivity detection. Label 

free, detects intrinsic protein 

fluorescence. Captures changes in 

folding, aggregation and predicts 

stability. 

 

 Extensive validation. Fully validated 

with a breadth of therapeutic 

monoclonal antibodies, enzymes and 

regulatory proteins. Testimonials from 

industrial partners available. 

 

 Better than existing technologies. 

Use with any formulation or buffer at 

concentration between 10 μg/ml – 100 

mg/ml. non-destructive and high-

throughput. 

 

 

 

 

. 

Proteins are inherently unstable and this is a 

major hurdle when commercialising proteins as 

consumer products e.g. antibodies.  

QUBES is a rapid assay technology that detects 

changes to protein structure and predicts 

stability, enabling enhanced decision making 

and selection criteria. 

The sensitivity and accuracy is so high that we 

find QUBES can entirely replace many existing 

approaches. 

The technology is unique in that it can predict 

protein stability using tiny amounts of sample, at 

formulation concentration and is non-

destructive. 

 

 

We have validated the technology with a 

broad range of commercially relevant 

proteins including therapeutic antibodies, 

enzymes and regulatory proteins. 

QUBES is based on exploiting a concept in 

optical physics called ‘edge-shift’. QUBES 

has been developed in the Molecular 

Biophysics Lab at the University of Bath. 

 

See our short film: 

https://youtu.be/kHdZBy5xJ2A 

 

Applications 
 

Development  o f  

Bi opharmaceut i cal s  

QUBES can detect early stage 

formation of soluble 

aggregates as well as predict 

stability of different 

formulations and variants. Ideal 

for mAb discovery and 

development. 

 

Drug desi gn  and 

d i scovery  

QUBES detects changes in 

protein flexibility and is 

therefore ideal for determining 

conditions for protein 

crystallography e.g. for 

structure-based drug design. 

 

Prote in 

biotechnology 

QUBES can be used to show 

changes in stability of a protein 

allowing rapid screening to e.g. 

engineering  enzyme stability  
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Figure 1. Spectral fingerprint of a mAb is analysed by 

QUBES to predict stability 
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QUBES  detects protein unfolding, aggregation and 

changes in chemical/thermal stability.  

QUBES is faster, more sensitive and cheaper to run than 

many existing approaches. It has low technical 

complexity and analysis of results is entirely automated 

by our custom software 

QUBES uses a simple fluorescence spectrometer, 

common in most laboratories. QUBES software is a one 

button solution for analysis. 

We want you to be confident that QUBES will make a 

difference in your business and so we offer the first ten 

measurements as a bespoke scoping and validation 

project, with a full analytical report. 

 Service measurements. Measuremnets made at the 

Molecular Biophysics lab at University of Bath: 

o Rapid turnaround 

o Full analytical report 

o Additional measurement services available 

 Licensing. QUBES in the user’s environment: 

o Bespoke scoping and validation project 

o License to patent application 

o Software for analysis and non-exclusive license 

to copyright in software 

o Full training and consulting 

 

 

 

 Features and Benefits 

User options  summary 
 

Ultra-sensitive detection of protein 

structure and stability 

Fast measurements, automated 

analysis. 

Use in any formulation and at any 

concentration 

Licensing option for on-site use or 

service measurements 
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Key benefits 
 

Ra p i d  a nd  h i gh -

th rou g h p u t  

Single measurements in < 10 

mins, compatible with 96 well 

plate format. Simple to use and 

integrate in existing work flows. 

 

Se n s i t i ve  an d  a ccu ra te  

Separately tracks unfolding and 

formation of sub-visible 

aggregates with a 2-5% 

sensitivity. Predicts stability to 

most adverse conditions. 

 

Clear resul ts  enable 

rap id dec is ion making  

The QUBES software is a one 

button solution for the analysis 

and interpretation of data, 

determining if the sample is 

unfolded, aggregated, stabilised 

or destabilised. 


